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Sequence 1: 768320CB1 1275 bp 1 ' " 2002 

Sequence 2: M95283 1266 bp 

Start of Pairwise alignments 
Aligning. . . 

Sequences (1:2) Aligned. Score: 85 
Start of Multiple Alignment 
There are i groups 
Aligning. . . 

Group 1: Sequences: 2 Score: 2 03 63 

Alignment Score 7156 

CLUSTAL -Alignment file created [baabs4gc_. aln] 
CLUSTAL W (1.7) multiple sequence alignment 



76832 0CB1 CAAGAGGTTNGGGGCTCTCTCCTTGTCAGTCGGCGCCGCGTGCGGGCTGGTGGCTCTGTG 

M95283 GGCA- -CGAGGCCGCGTGCAGGCGTGTGGCTCTGTA 

* ** *★ ********* *** **********, 

76 832 0CB1 GCA-- - - - - GCGGCGGCGGC AGGACTCCGGC ACTATGAGCGGCTTC AGC ACCGAGGAGCG 

M9 5 2 8 3 * GCAATAGCGGCGGCGGCGGCTGTTCCCCGGCACGATGAGCAGCTTCAGCAGCGAGGAGCG 

*** *********** * * ******* ****** ********* ********* 

768320CB1 CGCCGCGCCCTTCTCCCTGGAGTACCGAGTCTTCCTCAAAAATGAGAAAGGACAATATAT 

M9 5 2 8 3 CGCGGCGCCCTTC ACCCTCGAGTACCGAGTCTTCCTC AAAAATGAAAAAGGAC AATATAT 

*** ********* **** ************************** ************** 

768320CB1 . ATCTCCATTTCATGATATTCCAATTTATGCAGATAAGGATGTGTTTCACATGGTAGTTGA 

M9 52 8 3 CTCTCCATTTCATGATATTCCAATTTATGCAGATAAGGAAGTGTTTCACATGGTCGTTGA 
************************************** ************** ***** 

768320CB1 AGTACCACGCTGGTCTAATGCAAAAATGGAGATTGCTACAAAGGACCCTTTAAACCCTAT 

M? 5 2 8 3 AGTGCCGCGCTGGTCGAATGCAAAAATGGAGATTGCTACAAAGGACCCTTTAAACCCAAT 
*** ** ******** ***************************************** ** 

76832 0CB1 TAAACAAGATGTGAAAAAAGGAAAACTTCGCTATGTTGCGAATTTGTTCCCGTATAAAGG 

M9 5 2 8 3 TAAACAAGATGTGAAGAAAGGAAAACTCCGTTATGTTGCAAATCTGTTCCCGTATAAAGG 
*************** *********** * *~ ******** *** **************** 

768320CB1 ATATATCTGGAACTATGGTGCCATCCCTCAGACTTGGGAAGACCCAGGGCACAATGATAA 

M9 5 2 8 3 ATAG ATC TGGAAC TACGGTGC C ATCCCTC AGAC TTGGGAAGACCC AGGACAC AATGAC AA 

*** *********** ******************************** ******** ** 

76832 0CB1 ACATACTGGCTGTTGTGGTGACAATGACCCAATTGATGTGTGTGAAATTGGAAGCAAGGT 
M9 5 2 8 3 ACACACTGGCTGTTGTGGTGAC AATGACCC AATTGATGTGTGTGAAATTGGAAGC AAGGT 
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* * * ******************************************************** 



768320CB1 
M95283 



ATGTGCAAGAGGTGAAATAATTGGCGTGAAAGTTCTAGGCATATTGGCTATGATTGACGA 

GTGTGC ACGAGGGGAGATTATC AGAGTGAAAGTTC TGGGC ATTC TGGCC ATGATTGATGA 
****** **** ** ** ** * *********** ***** **** ******** ** 



768320CB1 
M95283 



AGGGGAAACCGACTGGAAAGTCATTGCCATTAATGTGGATGATCCTGATGCAGCCAATTA 

AGGGGAGACCGACTGGAAAGTCATTGCCATTAATGTGGAAGATCCTGATGCAGCCAATTA 
****** ******************************** ******************** 



768320CB1 
M95283 



TAATGATATCAATGATGTCAAACGGCTGAAACCTGGCTACTTAGAAGCTACTGTGGACTG 

CAATGATATTAATGATGTCAAGCGGCTGAAACCTGGCTACCTGGAAGCTACTGTGGATTG 
******** *********** ****************** * ************** ** 



768320CB1 
M95283 



GTTTAGAAGGTATAAGGTTCCTGATGGAAAACCAGAAAATGAGTTTGCGTTTAATGCAGA 

GTTTAGGAGGTACAAGGTTCCAGATGGAAAACCTGAAAATGAGTTTGCTTTCAATGCAGA 
****** ***** ******** *********** ************** ** ******** 



768320CB1 
M95283 



ATTTAAAGATAAGGAC TTTGCC ATTGATATTATTAAAAGC AC TCATGACC ATTGGAAAGC 

ATTTAAAGATAAGAAC TTTGC AATTGAC ATTATTGAAAGC AC TCATGAC TATTGGAGAGC 
************* ******* ***** ****** ************** ****** *** 



768320CB1 
M95283 



ATTAGTGACTAAGAAAACGAATGGAAAAGGAATCAGTTGCATGAATACAACTTTGTCTGA 

ATTAGTGACTAAGAAAACTGATGGAAAAGGAATCAGCTGCATGAACACTACAGTGTCTGA 
****************** **************** ******** ** ** ******* 



768320CB1 
M95283 



GAGCCCCTTCAAGTGTGATCCTGATGCTGCCAGAGCCATTGTGGATGCTTTACCACCACC 

GAGCCCCTTCCAGTGTGATCCTGATGCTGCCAAAGCCATTGTGGATGCTTTACCGCCACC 
********** ********************* ********************* ***** 



768320CB1 
M95283 



CTGTGAATCTGCCTGCACAGTACCAACAGACGTGGATAAGTGGTTCCATCACCAGAAAAA 

ATGTGAATCTGCCTGCACAATACCAACAGATGTGGATAAGTGGTTCCATCACCAGAAAAA 
****************** ********** ***************************** 



768320CB1 
M95283 



C TAATGAGATTTC TCTGGAATACAAGCTGATA- TTGCTAC ATCGTGTTC ATC TGGATGTA 

CTAAGGAAATTTCTCTGGAATACAAGCTGATAATTGCTGCATCCTACTTGTCGGAAAGTG 
**** ** ************************ ***** **** * * ** * * ** 



768320CB1 
M95283 



TTAGAAGTAAAAGTAGTAGCTTTTC AAAGC TTTAAATTTGTAGAAC TCATC TAACTAAAG 

TTAGATGTGA TAGTAGCTTTTCCAAGCTTTAAATTTATAGAACTAATCAGTC- 

***** ** * ************ ************* ******* *** * 



768320CB1 
M95283 



TAAATTCTGCTGTGACTAATCCAATATACTCAGAATGTTATCCATCTAA-AGCATTTTTC 

-AGATTCTGCTGTCACCAATCCAGTGTATTCATACA-TTATCTATCTAAGAGCATTTATC 
* ********** ** ****** * ** *** * ***** ****** ******* ** 



768320CBI 
M95283- 



ATATC TC AACTAAGATAAC TTTTAGCACATGC TTAAATATC AAAGC AGTTGTC AT TTGGA 

GTGTC — AACTAAGGTAACATTTAGTTCCTGCTTAAATATCAAGGCGGTTGTAGTTTGGA 
* ** ******* **** ***** * ************** ** ***** ****** 



768320CB1 
M95283 



AGTCACTTGTGAATAGATGTGCAAGGGGAGCACATATTGGATGTATATGTTACCATATGT 

AGTCATCTGTGACAGAGTATGCAAGATAAGTACATATTGGATGTATATGTTTGCTATGGT 
* ****** ** ******************** * ** 



* * *** ***** 



768320CB1 
M95283 



TAGGAAATAAAA-TTATTTTGCTG- 

TAGGAAATAAAAATTATTTTGTTTCAAAAAAAAAAAAAAAAAAA 
************ ******** * 



Submit sequences to: l BLAST2 | ▼ 1 1 Submit j | Reset f 




IncyteGenomlcs 



2 of 2 



7/11/02 5:53 PM 



